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Abstract
Venoms often target vital processes to cause paralysis or death, but many types of venom also
elicit notoriously intense pain. While these pain-producing effects can result as a byproduct of
generalized tissue trauma, there are now multiple examples of venom-derived toxins that target
somatosensory nerve terminals in order to activate nociceptive (pain-sensing) neural pathways.
Intriguingly, investigation of the venom components that are responsible for evoking pain has
revealed novel roles and/or configurations of well-studied toxin motifs. This review serves to
highlight pain-producing toxins that target the capsaicin receptor, TRPV1, or members of the acid-
sensing ion channel family, and to discuss the utility of venom-derived multivalent and multimeric
complexes.

1. Introduction
Venoms represent pharmacopeias of evolutionarily-honed and sophisticated toxin proteins.
Through duplication and rapid divergence of toxin-encoding genes, venomous organisms
have come to produce toxins that adroitly manipulate the physiology of predator and prey
organisms. By virtue of the fact that they target receptors central to critical physiological
processes, toxins have been useful for identifying and manipulating important signaling
molecules in synaptic transmission, action potential propagation, and haemostasis (Caleo
and Schiavo, 2009; Chang, 1999; Dutton and Craik, 2001; French et al., 2010; Sajevic et al.,
2011; Schmidtko et al., 2010). In addition, toxins highlight portions of these receptors that
define their unique properties, including ion conduction pathways of ion channels, ligand
binding sites for ligand-gated receptors, and voltage-sensing domains of voltage-gated
channels (Alabi et al., 2007; MacKinnon et al., 1990; Swartz and MacKinnon, 1997; Tsetlin
et al., 2009). Toxins may also display secondary characteristics that enhance their potency
and efficacy in unexpected ways, such as an affinity for lipids (localizing the toxin in close
proximity to transmembrane receptors), a state-dependence of binding (favoring a particular
conformation), or the ability to interact synergistically with other toxins (Cestele et al.,
1998; Doley and Kini, 2009; Lee and MacKinnon, 2004; Milescu et al., 2007). Thus, toxins
continue to reveal novel pharmacological strategies and biochemical mechanisms for
manipulating specific receptors and controlling cellular function.
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Somatosensory nerve endings express a battery of receptors and ion channels that serve to
transduce physical and chemical stimuli from the environment into an electrical signal of the
nervous system. Individual receptors are activated by changes in temperature, pressure,
oxidation state, pH, or concentrations of inflammatory signaling molecules, thereby alerting
the nervous system to environmental challenges by triggering a pain response (Basbaum et
al., 2009). It is not surprising, then, that these specialized receptors can be activated in the
context of envenomation. Ubiquitous venom components such as phospholipases, proteases
and porins (Fry et al., 2009) can damage sensory nerve endings directly, and they can also
trigger the release of intracellular pro-algesic agents (e.g. ATP) from nearby cells
undergoing lysis. Similarly, paralytic toxins and anticoagulant toxins can produce pain as a
sequela of muscle rigidification or hemorrhagic shock, respectively. Kallikreins from cobra
venom disrupt blood pressure regulation by proteolytically cleaving plasma kininogen to
release bradykinin, a key mediator of inflammatory pain. In fact, cobra venom played a
central role in the discovery of this pro-algesic signaling pathway (Hawgood, 1997).

Pain serves as a primary warning system for physiological distress, allowing an organism to
respond to and escape from potentially dangerous stimuli. Some venoms can produce a
robust perception of pain without eliciting significant tissue damage by hijacking the ion
channels and receptors that directly activate somatosensory neurons (Mebs, 2002; Schmidt,
1990). Presumably, these pain-producing toxins serve to discourage threatening predators by
triggering a disorienting and memorable sensory experience. Aside from the adaptive
advantage they provide in nature, such toxins represent invaluable tools for understanding
the molecular underpinnings of pain sensation. This utility is well-documented with regard
to plant-derived small molecule irritants, such as capsaicin and menthol, which have been
used to identify ion channels that normally detect changes in temperature and/or
inflammatory cues (Bautista et al., 2005; Caterina et al., 1997; McKemy et al., 2002). This
review will focus, instead, on venom-derived proteinaceous toxins that produce pain by
activating nociceptive pathways, specifically through activation of the capsaicin receptor,
TRPV1, or acid-sensing ion channels (ASICs). These toxins activate TRPV1 or ASIC
receptors on sensory nerve endings at the site of envenomation, generating action potentials
that propagate the toxin-initiated signals to pain processing areas in the spinal cord and
brain. How these pain-producing toxins are able to selectively and potently activate their
target receptors cannot be illustrated without considering the molecular compositions of the
toxins, which exemplify biochemical strategies that venom proteins employ to produce their
profound effects.

2. TRPV1 toxins: feel the burn
TRPV1, a member of the transient receptor potential (TRP) superfamily of excitatory ion
channels, was initially identified as the receptor for capsaicin, the pungent ingredient in chili
peppers (Caterina et al., 1997). TRPV1 is expressed predominantly by nociceptors
(peripheral sensory neurons that respond to painful stimuli), where it is activated by a
variety of noxious signals, including high temperature, acidic pH, and inflammatory second-
messenger cascades (Tominaga et al., 1998). TRPV1 is chiefly found in nerve fibers
enervating the skin and visceral organs, although it is also expressed highly within
vasodilatory smooth muscle cells in thermoregulatory tissues, and extremely low levels of
expression can be detected in limited brain regions (Cavanaugh et al., 2011). Knockout mice
lacking TRPV1 show dramatically reduced hypersensitivity to heat during inflammation
(Caterina et al., 2000; Davis et al., 2000), and TRPV1 has become a major focus in
pharmaceutical efforts to attenuate inflammatory, neuropathic, and cancer-related
pain(Culshaw et al., 2006; Gavva et al., 2005; Ghilardi et al., 2005; Pomonis et al., 2003).

In addition to members of the capsicum genus (i.e. chili peppers), a variety of species have
evolved toxins that directly activate TRPV1 (Fig. 1) (Cromer and McIntyre, 2008). The
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succulent Euphorbia resinifera and certain other species of spurge produce the small
molecule resiniferatoxin, which is a much more potent and longer-lasting TRPV1 agonist
than capsaicin itself (Appendino and Szallasi, 1997; Caterina et al., 1997). As many
venomous bites and stings also produce a painful burning sensation, it stands to reason that
some venoms may achieve these agonizing effects by activating TRPV1. Indeed, three
homologous toxins have been identified from the venom of Psalmopoeus cambridgei, a
tarantula from the West Indies, that produce robust pain and inflammation through
activation of TRPV1 (Siemens et al., 2006). The presence and spacing of six cysteine
residues in each toxin sequence characterizes them as inhibitor cysteine knot (ICK) toxins.
These toxins were named ‘vanillotoxins’ (VaTx1-3) to reflect their ability to activate
TRPV1 with similar efficacy as the vanilloid compounds capsaicin and resiniferatoxin. A
distantly related Chinese tarantula, Ornithoctonus huwena, also produces a potent TRPV1-
activating toxin that bears little sequence similarity to VaTx1-3, indicating that multiple
tarantula species have developed toxins that target this important receptor through
convergent evolution (Bohlen et al., 2010). Interestingly, the O. huwena toxin consists of
two tandemly-repeated ICK motifs that produce long-lasting TRPV1 activation through a
bivalent mechanism, earning it the name ‘double-knot toxin’ (DkTx). VaTx1-3 and DkTx
provide unique insights into venom evolution and diversification, which will be described in
the following sections.

TRPV1 can be activated by toxins directly, as described above, but it can also be sensitized
indirectly through the recruitment of modulatory second-messenger cascades (Fig. 1). Pro-
inflammatory mediators such as bradykinin, ATP, or prostaglandins activate G-protein
coupled receptors (GPCRs) that enhance TRPV1 activity by altering its phosphorylation
state or lipid surroundings (Nieto-Posadas et al., 2012; Tominaga and Tominaga, 2005). As
such, TRPV1 can be sensitized by venom components such as kallikreins, phospholipases,
and proteases that do not interact directly with the receptor. The multitudinous effects of
these molecules need not be considered from a TRPV1-centric viewpoint, but in some cases
TRPV1 is necessary for a toxin's pro-nociceptive effects despite being an indirect target. For
example, a protein toxin from frog (Bombina variegata) skin, Bv8, produces hyperalgesia by
activating PKCε-coupled prokineticin receptors, which leads to phosphorylation and
sensitization of TRPV1 (Vellani et al., 2006); mice lacking TRPV1 require 100-fold higher
doses of toxin to achieve the hyperalgesia observed in wild-type animals (Negri et al., 2006).
Homologues of Bv8 have been found in other frog, fish, monitor lizard, and spider species,
suggesting that many venoms sensitize nociceptors through this mechanism (Fry et al.,
2006; Negri et al., 2007; Schweitz et al., 1990; Szeto et al., 2000; Wen et al., 2005). The
tentacle extracts of several cnidarians species (the lion's mane jellyfish, a species of box
jellyfish, an anemone, and the Portuguese Man o’ War) as well as the polyether toxins
gambierol and brevetoxin (the central toxins of ciguatera poisoning) also potentiate
activation of TRPV1 by capsaicin, but likely do so through direct interactions with the
channel or the cell membrane (Cuypers et al., 2006; Cuypers et al., 2007).

TRPV1-inhibiting toxins have been identified in two venoms, although the physiological
significance of these compounds in the context of envenomation remains enigmatic.
APHC1, a peptide isolated from nematocyst extract of the sea anemone Heteractis crispa,
partially inhibits capsaicin-evoked TRPV1 responses and reduces pain-related behaviors in
mice challenged with heat or capsaicin (Andreev et al., 2008). Two small molecule
compounds (AG489 and AG505) from the venom of the funnel web spider Agelenopsis
aperta were also found to inhibit TRPV1, but they had been previously identified as non-
specific ion channel blockers, and their interaction with TRPV1 may represent an off-target
effect (Kitaguchi and Swartz, 2005). On the other hand, several venom toxins are known to
produce analgesic effects, and these may play adaptive roles that we still do not fully
understand (Beeton et al., 2006).
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3. The two-faced vanillotoxins: acquiring a new identity
The TRPV1-activating vanillotoxins present a rare case-study of how one of the most
commonly found scaffolds in venom toxins, the ICK motif, can be adapted to novel
functions. The disulfide-rich ICK motif allows relatively short toxin sequences (typically
25-45 amino acids) to adopt conformationally-constrained and stable tertiary structures
(Daly and Craik, 2011). ICK toxins fulfill a broad range of different functions that have been
acquired through a process of gene duplication and rapid diversification (Conticello et al.,
2001; Kordis and Gubensek, 2000; Sollod et al., 2005). For example, VaTx1-3 are 53-82%
identical to one another, but they embody distinct stages of functional specificity: VaTx1
both activates TRPV1 and inhibits the voltage-gated potassium channel Kv2.1 within the
same concentration range, whereas VaTx2 and VaTx3 exhibit progressively lower potency
against Kv2.1 as well as higher potency for TRPV1 (Siemens et al., 2006). This apparent
progression of functionality is also reflected in toxin sequence alignments, which show that
VaTx1 is most similar to Kv inhibitor toxins from related tarantulas (such as the
Heteroscodra maculata toxin HmTx1), and that VaTx1 and VaTx3 share less similarity with
one another than either shares with VaTx2 (Escoubas et al., 2002; Siemens et al., 2006).

Interestingly, VaTx1 recognizes distinct regions of Kv and TRP channels, despite the fact
that these two channel families share a similar overall architecture. Both Kv and TRP
channels are likely tetrameric and contain six transmembrane helices per monomer, with the
fifth and sixth transmembrane helices comprising the core pore-forming domain of the
tetrameric complex (Hoenderop et al., 2003; Kedei et al., 2001; Long et al., 2005; Voets et
al., 2002). This pore-forming domain is the region that specifies TRPV1 sensitivity to
vanillotoxins (Bohlen et al., 2010). In contrast, VaTx1 inhibits Kv2.1 through interactions
with the voltage-sensing domain (the third and fourth transmembrane helices), much like the
well-studied gating-modulator toxins of the voltage-gated channel family (Bohlen et al.,
2010; Catterall et al., 2007; Swartz, 2007). Remarkably, then, VaTx1 has evolved to interact
with two distinct regions of Kv and TRP channels, presumably by presenting two distinct
(although perhaps overlapping) pharmacophore ‘faces’ to manipulate its two channel targets.
In comparison, VaTx2 and VaTx3 demonstrate a diminished functionality of the Kv2.1
pharmacophore in favor of refining the TRPV1-binding surface. Indeed, many toxins have
acquired fundamentally different roles over evolutionary time, such as the Kunitz family of
toxins, which were originally recruited to venoms as protease inhibitors, but have since
acquired the capacity to block voltage-gated potassium channels (Fry et al., 2009). The
transition between these functionalities can be appreciated in the bifunctional huwentoxin-
XI, in which both a trypsin-inhibiting surface and a Kv channel-inhibiting surface are
displayed on opposite faces of the toxin (Yuan et al., 2008). In line with this theme, the
vanillotoxins could be considered as preserved intermediates in a progression between
paralyzing and pain-inducing toxin functionalities, although the binding surfaces that dictate
their graded specificity remain to be identified.

4. Multivalent toxins: two heads are better than one
While the vanillotoxins present an interesting example of a well-known phenomenon (the
conversion of a toxin's activity profile from one function to another), the TRPV1-activating
toxin from Ornithoctonus huwena venom (DkTx) illustrates a less-appreciated venom
strategy. The full-length DkTx sequence consists of two highly homologous ICK motifs in
tandem (see Fig. 2), apparently the result of a gene duplication event that placed both the
original and duplicated motifs in the same open reading frame. The resulting toxin can be
proteolytically cleaved into two separately-folded ICK toxins, each of which activates
TRPV1 when applied on its own. However, the tandemly-conjoined full-length toxin has
significantly higher potency and a dramatically longer-lasting association with TRPV1 than
either of the separated ICK domains has on its own, far beyond that which would result from
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their additive contributions (Bohlen et al., 2010). Thus, this aggressive tarantula has
developed an enhanced and near-irreversible pain-producing ligand through duplication of a
toxin-encoding gene.

Combining multiple copies of a molecule into a single compound to heighten its
effectiveness is a well-known strategy in pharmaceutical chemistry (Choi, 2004). Whether
targeting many receptors across a viral or cellular surface (polyvalency), targeting multiple
distinct binding sites on a receptor (hetero-multivalency), or targeting identical binding sites
on multiple subunits of a multimeric complex (homo-multivalency), this approach relies on
tethering multiple ligands together such that they bind to multiple receptor sites
simultaneously. In theory, physically connecting monovalent ligands can strengthen binding
affinity enormously. A trivalent derivative of the antibiotic vancomycin approaches ideality
in this regard; it binds to a trivalent ligand (a molecule displaying three D-Ala-D-Ala
dipeptides) with 1010 higher affinity than monovalent vancomycin (Rao et al., 1998). The
enthalpic contribution to monomer binding is nearly tripled in the trivalent vancomycin, and
this additive contribution to binding energy (ΔHmono = -50.2 kJ mol-1, ΔHtri = -167 kJ
mol-1) results in a multiplicative improvement in binding affinity (Kd

mono = 1.6 × 10-6 M,
Kd

tri = 4 × 10-17 M) (Rao et al., 1998). The measured dissociation constant for the trivalent
vancomycin falls short of the theoretical prediction (the Kd of the monomer taken to the
third power) due to an entropic penalty associated with conformational constraint. More
generally, the energetic effects of multivalent molecule binding events are difficult to predict
due to restricted access to binding sites and steric effects, but multivalent ligands commonly
exhibit 10- to 1000-fold increases in binding affinity compared to their monovalent
counterparts (Choi, 2004).

Multivalent ligands also typically out-perform their monovalent counterparts in persistence
of action. The long-lasting nature of multivalent ligands is well-illustrated by a synthetic
cGMP dimer (two cGMP molecules tethered by a PEG-spacer) that was designed as a
bivalent agonist for the homotetrameric CNG channel (Kramer and Karpen, 1998). When
one cGMP moiety (one half of the bivalent ligand) has bound, the second is restricted to a
very small volume prescribed by the linker length. Because the second cGMP moiety is
restricted to so small of a volume (on the order of femtoliters), even a single molecule
represents an extremely high effective concentration, driving its very rapid association with
a second nearby subunit of the tetrameric channel. A quantitative model predicts that, since
both cGMP moieties must dissociate for the bivalent molecule to be fully liberated from its
channel target, the dissociation rate of the bivalent ligand (koff

bi) is proportional to the
dissociation rate of the monomer (koff

mono) multiplied by the probability that the second
monomer is unbound, and a statistical factor of two: koff

bi = 2koff
mono Kd

mono/(Kd
mono +

Ceff). The effective concentration of the tethered second cGMP molecule, Ceff, can be
estimated by assuming it is restricted to an evenly-populated hemisphere with radius equal
to the bivalent ligand's linker length: Ceff = 1/(NA) × 1/(2/3πr3) (see Fig. 2) where r is the
linker length in decimeters and NA is Avogadro's number (Kramer and Karpen, 1998). More
refined models have been developed to incorporate random walk statistics for specific
polymer chains and non-hemispheric excluded volume effects (Gargano et al., 2001;
Krishnamurthy et al., 2007). Although the extremely slow dissociation rate observed with
multivalent ligands typically excludes meaningful measures of koff

bi, the theory illustrates
the extreme kinetic enhancements of multivalent ligands over their monovalent counterparts.
Notably, multivalent interactions undergo accelerated dissociation in the presence of very
high concentrations (approaching Ceff) of monovalent ligand, which competes for
occupancy of the second (or third, or fourth, etc.) binding site (Kramer and Karpen, 1998;
Smith et al., 2006).
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Multivalent (non-toxin) ligand design has been explored for numerous receptors of
pharmaceutical interest, including cholinergic receptors (Christopoulos et al., 2001; Rosini
et al., 1999), adrenergic receptors (Kizuka and Hanson, 1987), opioid receptors (Portoghese
et al., 1988), serotonin receptors (Leboulluec et al., 1995), voltage-gated calcium channels,
voltage-gated sodium channels (Joslyn et al., 1988; Smith et al., 2006), and a diversity of
surface receptors from infectious viruses and bacteria (Choi, 2004). Natural toxins target a
broad spectrum of multimeric receptors and have been of great use in basic research as well
as therapeutic endeavors, where their pharmacological profiles have occasionally made them
useful pharmaceuticals (Lewis and Garcia, 2003; Terlau and Olivera, 2004). Although some
toxins have been extensively modified to improve specificity, potency, and/or bioavailability
(Craik and Adams, 2007), multivalent strategies for improving toxin effectiveness remain
almost entirely untapped. One exception is the utilization of a thrombopoieten receptor-
binding peptide that has been incorporated into an ICK-toxin-like scaffold. When two of the
‘miniproteins’ are covalently crosslinked together, they produce a bivalent ligand that
promotes dimerization and consequent activation of the thrombopoieten receptor (Krause et
al., 2007). Considering the abundance of multimeric receptors that are targeted by natural
toxins, there remains great potential for designing more potent and specific multivalent
ligands for these receptors. Some targets (for example the voltage gated sodium channel
family) contain several distinct toxin binding sites that alter channel gating, which could
potentially be engaged simultaneously with hetero-multivalent ligands (Catterall et al., 2007;
Smith et al., 2006). The advantage of subtype specificity found in other toxins, for example
Kv channel inhibitor toxins (Mouhat et al., 2008), could in principle be exploited to generate
novel hetero-multivalent ligands that are specific for hetero-multimeric receptor complexes.

Outside of pharmaceutical science, multivalency can be readily observed throughout
biology, most familiarly in the form of immunoglobulins, surface-exposed lectins, and
DNA-binding proteins (Choi, 2004). It is likely that venomous creatures also employ
multivalency in the toxins they produce, as they stand to benefit from the high affinity and
slow dissociation rates of multivalent toxins and express gene-duplication machinery to
foster evolution of these molecules (Kordis and Gubensek, 2000). The extreme case of
sarafotoxin highlights this potential for multivalent toxin production in venom glands: the
burrowing asp Atractaspis engaddensis produces a sarafotoxin precursor peptide that
contains twelve repeats of the toxin sequence in tandem (Ducancel et al., 1993).

While in the case of sarafotoxin (and several other tandemly-repeated toxin precursors)
active toxin monomers are proteolytically liberated from their precursor post-translationally,
other venoms contain intact, functional multi-domain toxins that may engage in multivalent
interactions. DkTx presents a clear case where multiple TRPV1-binding toxins are tethered
to produce a ligand that is more potent and longer-lasting than its monovalent peers
(VaTx1-3 and the separated ICK domains of DkTx), presumably resulting in a heightened
pain response in envenomated victims (Bohlen et al., 2010). Additionally, a toxin containing
two tandem ICK motifs was recently discovered in venom from the yellow sac spider
(Cheiracanthium punctorium) (Vassilevski et al., 2010). The cytolytic function of this C.
punctorium toxin likely contributes to the local pain and erythema that results from
envenomation, but whether this occurs by a bivalent mechanism is, as yet, unknown.
Transcriptomic analysis of the banded Gila monster (Heloderma suspectum cinctum) venom
gland identified a toxin, helofensin, which contains four tandem β-defensin repeats with no
apparent protease cleavage site in the short linkers connecting them, and may therefore
function as a multivalent toxin (Fry et al., 2010). Finally, venomous secretions from ticks
contain toxins that are comprised of multiple Kunitz-type domains (Mans et al., 2008; van
de Locht et al., 1996), although these tandem domains likely serve to simultaneously inhibit
multiple coagulation proteases locally, as in the case of the mammalian multi-Kunitz domain
tissue factor pathway inhibitor, TFPI (Lwaleed and Bass, 2006). Interestingly, the

Bohlen and Julius Page 6

Toxicon. Author manuscript; available in PMC 2013 September 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



anticoagulant rhodnin from the kissing bug, Rhodnius prolixus, is also formed by two
tandemly-repeated Kazal-type domains (Friedrich et al., 1993). While the toxins described
above are examples of tandemly-repeated motifs within a single peptide chain, other
noncovalently- or disulfide-linked toxin multimers have been identified with properties that
point to a multivalent interaction with their receptors. Such multi-protein toxin complexes
will be discussed below.

5. ASIC toxins: feeling sour
Members of the ASIC family of ion channels contribute to the responsiveness of nociceptive
nerve fibers to acidosis. Acidic pH activates subsets of neurons found in somatosensory
ganglia (Krishtal and Pidoplichko, 1980), and the response profile depends on the severity of
acidification. While TRPV1 is chiefly responsible for slowly-desensitizing currents elicited
by extreme acidification (pH < 6) (Caterina et al., 2000; Davis et al., 2000; Leffler et al.,
2006), ASIC channels produce relatively rapidly-desensitizing excitatory currents that result
from milder acidic insults (Drew et al., 2004; Poirot et al., 2006), within a pH range that is
typical of tissue acidosis during ischemia or some types of inflammation. The large
extracellular domain of ASICs allow them to respond to extracellular protons with high
sensitivity and cooperativity, presumably via interaction with multiple acidic amino acids
whose pKa has been tuned by neighboring residues. Functional channels are made up of
homotrimeric or heterotrimeric assemblies of distinct ASIC subtypes (ASIC1-3) or their
splice variants (ASIC1a/1b and ASIC2a/2b), with various subunit compositions forming
channels with different pH-sensitivities and desensitization rates (Hesselager et al., 2004;
Jasti et al., 2007).

While ASICs may be activated briefly during envenomation (due to the venom's acidic pH
or as a consequence of tissue inflammation), three toxins have been identified that modulate
ASICs directly (Fig. 1). Two of these act as potent and effective ASIC inhibitors. APETx2
from the sea anemone Anthopleura elegantissim inhibits ASIC3 homomeric channels as well
as ASIC3-containing heteromers (Diochot et al., 2004). The same tarantula (P. cambridgei)
that produces the TRPV1-activating toxins VaTx1-3, also expresses an ASIC inhibitor,
PcTx1, which exhibits high specificity for homomeric channels formed by the ASIC1a
splice variant (Escoubas et al., 2000). While ASIC transcripts have been detected in
somatosensory ganglia and a range of other tissues, including brain, bone, bladder, retina,
inner-ear, tongue, testis, and lung (Lingueglia, 2007), it is not clear what selective advantage
these inhibitory peptide toxins confer, perhaps reflecting our limited understanding of the
physiological roles played by ASICs in neural and non-neural systems. Nevertheless,
APETx2 and PcTx1 toxins have been useful tools for pharmacologically isolating ASIC3-
containing channels at sensory nerve-endings, or ASIC1a channels in the spinal cord and
brain, supporting a role for these channel subtypes in pain or fear and ischemia, respectively
(Deval et al., 2010; Deval et al., 2011; Mazzuca et al., 2007; Pignataro et al., 2007; Ziemann
et al., 2009).

In contrast, the venom of the Texas coral snake (Micrurus tener tener) produces pain through
activation of ASIC channels. The purified ASIC-activating component of the venom, MitTx,
is sufficient to elicit robust nocifensive behaviors (Bohlen et al., 2011), and while it may
also have effects in other tissues, MitTx is likely responsible for the lasting pain experienced
by victims of coral snake envenomation (Morgan et al., 2007; Nishioka et al., 1993). Indeed,
while ASICs activated by acidic pH typically desensitize completely over the course of a
few seconds, MitTx-evoked responses are largely nondesensitizing and therefore carry far
more current than would be produced even by severe acidification. MitTx preferentially
activates ASIC1-containing channels, although it has profound sensitizing effects on
ASIC2a homomers and can activate ASIC3 at high concentrations. Interestingly, the
behavioral response to MitTx injection is completely absent (at least at the doses tested) in
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ASIC1 knockout mice, highlighting that activation of the ASIC1 subtype is capable of
driving pain-related behaviors (Bohlen et al., 2011). In this case, the pain-producing toxin
illustrates a receptor-targeting mechanism by which snakes produce pain, while highlighting
a role for ASIC1 in pain sensation.

Unlike the other toxins thus far described, MitTx is formed by two protein subunits, MitTx-
α and MitTx-β. Each subunit contains a characteristic pattern of cysteines that places it into
a well-characterized toxin family; MitTx-α is a Kunitz-type toxin and MitTx-β is a
phospholipase-A2 (PLA2)-like toxin. However, the MitTx subunits clearly deviate from the
canonical protease-inhibiting and phospholipase functionalities of these toxin families, again
illustrating how venoms duplicate and dramatically alter a core set of structural motifs to
take on novel functions. MitTx-α and MitTx-β form a high-affinity 1:1 complex, and neither
subunit demonstrates functional effects on its own (Bohlen et al., 2011). Why both toxin
subunits are required for activation of ASICs remains unknown, but several hypotheses can
be generated by considering other known toxin complexes.

6. Multi-component toxins: strength in numbers
Venoms typically contain dozens to thousands of molecules with varying structures and
diverse functional effects. The resident toxins do not all operate independently however, as
multiple toxins within a particular venom often conspire by targeting different steps of the
same physiological signaling pathway. For example, fish-hunting cone snails produce a so-
called “motor cabal” of toxins, which includes voltage-gated sodium channel inhibitors that
disrupt action potential propagation on the motor neuron, voltage-gated calcium channel
inhibitors that disrupt vesicular release from the motor neuron, and acetylcholine receptor
inhibitors that disrupt synaptic transmission (Terlau and Olivera, 2004). In addition to
complementing the functional effects of other venom components, toxins can form direct
multimeric complexes that demonstrate emergent properties. While multimeric toxins have
been studied chiefly in snake venom, they have also been identified in a range of venomous
species, including cone snails, scorpions, and ants (Doley and Kini, 2009; Loughnan et al.,
2006; Pluzhinikov et al., 1994; Zamudio et al., 1997).

What advantages do multimeric toxins provide over their monomeric counterparts? While
venom proteins typically conform to a relatively small number of stable structural motifs,
multimerization combinatorially expands the number of scaffolds that can be employed for
target recognition, allowing for improved tissue localization and/or receptor recognition (see
Fig. 3). Indeed, toxin complexes often demonstrate novel activities that are completely
absent from the singular subunits. An acetylcholine receptor inhibitor from cobra venom, α-
cobratoxin, utilizes cysteine residues that are dispensable for folding to form various
disulfide-linked dimers. The α-cobratoxin homodimer demonstrates new functionality,
potently inhibiting α3β2 acetylcholine receptors, a receptor subtype that is insensitive to
monomeric α-cobratoxin in the same concentration range (Osipov et al., 2008). Although
the dimeric species of α-cobratoxin are low in abundance and the mechanism by which
dimerization changes subtype specificity remains undefined, α-cobratoxin dimers illustrate
how functional toxins can become incorporated into multimeric complexes so as to expand
the repertoire of a given venom's effects.

Similarly, the heterodimeric MitTx complex is able to activate ASICs, but the individual
subunits have no apparent functional effects on their own. MitTx has an unusual molecular
makeup (one PLA2-like subunit non-covalently associated with one Kunitz-type subunit),
but the well-studied heterodimeric toxin β-bungarotoxin and its isoforms have a very similar
composition and may be informative in considering the contribution of MitTx subunits.
Mature β-bungarotoxin is formed by two disulfide-linked protein chains, one active PLA2
(chain-A) and one Kunitz-type toxin (chain-B) (Kondo et al., 1978). Chain-B binds and
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inhibits voltage-gated potassium channels (Dreyer and Penner, 1987), and has been
proposed to act as a chaperone to localize the phospholipase activity of chain-A to
presynaptic terminals, focally compromising membrane integrity and facilitating synaptic
release. In the case of β-bungarotoxin, the contribution of each chain has not been
unambiguously defined, and its mechanism of action might be more complicated (see
(Rowan, 2001)). Such a chaperoning mechanism has been demonstrated for crotoxin (the
first multimeric toxin to be identified in venoms), whose two subunits are approximately
ten-times more lethal when applied together than alone, despite the fact that they undergo a
necessary dissociation step upon binding to synaptic membranes (Bon et al., 1979; Hendon
and Tu, 1979). These toxins illustrate how a chaperone-like subunit could enhance the
activity of a multimeric toxin.

Taicatoxin, an inhibitor of voltage-gated calcium and potassium channels from venom of the
Australian taipan (Oxyuranus scutellatus scutellatus), is also a non-covalent complex of
PLA2 and Kunitz type subunits (Brown et al., 1987; Possani et al., 1992). However,
taicatoxin is a hexameric complex with one PLA2 subunit, four Kunitz protein subunits, and
one subunit belonging to the three-finger toxin family (Doorty et al., 1997; Possani et al.,
1992). A high-resolution structure of this large complex and the contributions of the
individual subunits have yet to be fully determined, but this elaborate toxin highlights the
diversity of structures and functions that can arise from multimerization using common
toxin structural motifs.

Another functional enhancement that may drive formation of higher-order toxin complexes
is multivalency, similar to what was described for DkTx above. This scenario can be
appreciated in C-type lectin-like proteins (CLPs) from snake venom, which form dimeric
subunits that further aggregate into higher-order assemblies (Doley and Kini, 2009). In the
case of the particularly large and well-characterized CLP, convulxin, two disulfide-linked
octamers assemble back-to-back, allowing the toxin to bind to multiple receptor molecules
on each of two adjacent platelets, thereby forming a high-avidity multivalent complex that
promotes platelet agglutination (Horii et al., 2009). Additionally, several other multimeric
toxins are likely to take advantage of a multivalent strategy, although a multivalent mode of
action has not been demonstrated for them directly. Con-ikot-ikot is a toxin from Conus
striatus venom that prevents desensitization of AMPA receptors. The toxin was found to
have a unique ‘dimer of dimers’ composition, where two disulfide-linked homodimers
interact with each other non-covalently to form a tetrameric complex (Walker et al., 2009).
Considering the tetrameric nature of the glutamate receptor target, the close apposition of
the gating modules found on each of the channel's four subunits (Sobolevsky et al., 2009),
and the slow washout of toxin-evoked effects (Walker et al., 2009), con-ikotikot may act as
a bivalent or tetravalent glutamate receptor ligand. Along a similar line, two acetylcholine
receptor inhibitors from snake venoms, haditoxin and irditoxin, exist as disulfide-linked
dimers and exhibit near-irreversible inhibition of their pentameric target receptors (Pawlak
et al., 2009; Roy et al., 2010).

Multimeric toxins may also demonstrate improved pharmacological specificity simply
because multiple subunits present more potential contact sites to strengthen interactions with
their target. Along a similar vein, binding of two toxin subunits may result in conformational
changes of each subunit's target-recognition surface. The second scenario seems to be the
case for the conantokin family of NMDA receptor antagonists from Conus venoms, which
can form dimers in the presence of divalent cations (Dai et al., 2004). Structures have been
solved for monomeric and dimeric forms, revealing side-chain rotations opposite to the
dimerization surface (Cnudde et al., 2010; Cnudde et al., 2007); additionally, synthetic
stabilized dimers demonstrate different NMDA receptor subtype specificity compared to the
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monomeric form, suggesting that the conformational changes induced by dimerization are
functionally significant (Dai et al., 2007).

In summary, multimeric toxin subunits can act as chaperones, contribute to multivalent
binding events, and adjust or expand the target-recognition/active site of partner subunits. A
wide variety of multimeric forms have been identified to date, and unique complexes with
unprecedented functional roles likely remain to be discovered. Still, the properties of well-
studied complexes can be used to generate testable hypotheses about the functional role of
individual subunits in other multimeric toxins, or to guide in vitro synthesis of new, highly
potent and selective pharmacophores.

7. Conclusion
Envenomation can sometimes induce euphoric catalysis or a relatively aloof hemorrhagic
state, but more typically, venoms produce pronounced pain and inflammation (Chahl and
Kirk, 1975). While in some cases, pain certainly occurs as a side-effect of tissue damage, the
existence of toxins that target TRPV1, a receptor found predominantly in nociceptors,
suggests that noxiousness is an end in itself for a subset of venom proteins, representing a
likely mechanism to avert predation (Siemens et al., 2006). In addition to the cases described
above, there are many venoms that cause intense or characteristic pain for which the
responsible toxins have not been identified. The Schmidt pain index, a metric describing the
intensity of suffering that results from bites and stings from various organisms, highlights
several species (e.g. the tarantula hawk and the bullet ant) that can evoke intense pain, but
which lack a molecular description of how these severe effects are produced (Schmidt,
1990). Pain is also the principle symptom of envenomation from a number of fishes
(weeverfish, lionfish, scorpionfish, and stingray) and a significant effect of centipede and
Gila monster venoms (Mebs, 2002; Strimple et al., 1997; Undheim and King, 2011).
However, the toxins and targets responsible for the sensations caused by these understudied
venoms are still unknown. The diversity of painful sensations that accompany different
types of envenomation (e.g. burning pain versus electrical pain) suggests that distinctive
strategies have evolved for manipulating the somatosensory system.

Venoms can be exploited to enhance our understanding of normal and pathological pain
sensation, and reciprocally, function-based screening serves as a complementary approach to
proteomic and transcriptomic efforts for understanding toxin diversity. The unusual
compositions of the multivalent DkTx and the multimeric MitTx stand as testament to this
claim, representing novel toxins that would likely have been overlooked by conventional
transcriptomic and proteomic efforts. Understanding the function and targets of these (and
other) toxins provides a light by which their molecular intricacy can be appreciated.

Acknowledgments
This work was supported by a Ruth Kirschstein predoctoral fellowship (F31NS065597 to C.B.) and funding from
NIH/NINDS (R01NS065071 to D.J).

References
Alabi AA, Bahamonde MI, Jung HJ, Kim JI, Swartz KJ. Portability of paddle motif function and

pharmacology in voltage sensors. Nature. 2007; 450:370–375. [PubMed: 18004375]

Andreev YA, Kozlov SA, Koshelev SG, Ivanova EA, Monastyrnaya MM, Kozlovskaya EP, Grishin
EV. Analgesic compound from sea anemone Heteractis crispa is the first polypeptide inhibitor of
vanilloid receptor 1 (TRPV1). J Biol Chem. 2008; 283:23914–23921. [PubMed: 18579526]

Appendino G, Szallasi A. Euphorbium: modern research on its active principle, resiniferatoxin, revives
an ancient medicine. Life Sci. 1997; 60:681–696. [PubMed: 9064473]

Bohlen and Julius Page 10

Toxicon. Author manuscript; available in PMC 2013 September 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Basbaum AI, Bautista DM, Scherrer G, Julius D. Cellular and molecular mechanisms of pain. Cell.
2009; 139:267–284. [PubMed: 19837031]

Bautista DM, Movahed P, Hinman A, Axelsson HE, Sterner O, Hogestatt ED, Julius D, Jordt SE,
Zygmunt PM. Pungent products from garlic activate the sensory ion channel TRPA1. Proceedings
of the National Academy of Sciences of the United States of America. 2005; 102:12248–12252.
[PubMed: 16103371]

Beeton, C.; Gutman, GA.; Chandy, KG. Targets and Therapeutic Properties of Venom Peptides. In:
Kastin, AJ., editor. Handbook of biologically active peptides. Academic Press; Amsterdam ;
Boston: 2006. p. 403-412.

Bohlen CJ, Chesler AT, Sharif-Naeini R, Medzihradszky KF, Zhou S, King D, Sanchez EE,
Burlingame AL, Basbaum AI, Julius D. A heteromeric Texas coral snake toxin targets acid-sensing
ion channels to produce pain. Nature. 2011; 479:410–414. [PubMed: 22094702]

Bohlen CJ, Priel A, Zhou S, King D, Siemens J, Julius D. A bivalent tarantula toxin activates the
capsaicin receptor, TRPV1, by targeting the outer pore domain. Cell. 2010; 141:834–845. [PubMed:
20510930]

Bon C, Changeux JP, Jeng TW, Fraenkel-Conrat H. Postsynaptic effects of crotoxin and of its isolated
subunits. Eur J Biochem. 1979; 99:471–481. [PubMed: 499210]

Brown AM, Yatani A, Lacerda AE, Gurrola GB, Possani LD. Neurotoxins that act selectively on
voltage-dependent cardiac calcium channels. Circ Res. 1987; 61:I6–9. [PubMed: 2443275]

Caleo M, Schiavo G. Central effects of tetanus and botulinum neurotoxins. Toxicon. 2009; 54:593–
599. [PubMed: 19264088]

Caterina MJ, Leffler A, Malmberg AB, Martin WJ, Trafton J, Petersen-Zeitz KR, Koltzenburg M,
Basbaum AI, Julius D. Impaired nociception and pain sensation in mice lacking the capsaicin
receptor. Science. 2000; 288:306–313. [PubMed: 10764638]

Caterina MJ, Schumacher MA, Tominaga M, Rosen TA, Levine JD, Julius D. The capsaicin receptor:
a heat-activated ion channel in the pain pathway. Nature. 1997; 389:816–824. [PubMed: 9349813]

Catterall WA, Cestele S, Yarov-Yarovoy V, Yu FH, Konoki K, Scheuer T. Voltage-gated ion channels
and gating modifier toxins. Toxicon. 2007; 49:124–141. [PubMed: 17239913]

Cavanaugh DJ, Chesler AT, Jackson AC, Sigal YM, Yamanaka H, Grant R, O'Donnell D, Nicoll RA,
Shah NM, Julius D, Basbaum AI. Trpv1 reporter mice reveal highly restricted brain distribution
and functional expression in arteriolar smooth muscle cells. J Neurosci. 2011; 31:5067–5077.
[PubMed: 21451044]

Cestele S, Qu Y, Rogers JC, Rochat H, Scheuer T, Catterall WA. Voltage sensor-trapping: enhanced
activation of sodium channels by beta-scorpion toxin bound to the S3-S4 loop in domain II.
Neuron. 1998; 21:919–931. [PubMed: 9808476]

Chahl LA, Kirk EJ. Toxins which produce pain. Pain. 1975; 1:3–49. [PubMed: 800636]

Chang CC. Looking back on the discovery of alpha-bungarotoxin. J Biomed Sci. 1999; 6:368–375.
[PubMed: 10545772]

Choi, S.-k. Synthetic multivalent molecules : concepts and biomedical applications. Wiley; Hoboken,
N.J.: 2004.

Christopoulos A, Grant MK, Ayoubzadeh N, Kim ON, Sauerberg P, Jeppesen L, El-Fakahany EE.
Synthesis and pharmacological evaluation of dimeric muscarinic acetylcholine receptor agonists. J
Pharmacol Exp Ther. 2001; 298:1260–1268. [PubMed: 11504829]

Cnudde SE, Prorok M, Castellino FJ, Geiger JH. Metal ion determinants of conantokin dimerization as
revealed in the X-ray crystallographic structure of the Cd(2+)/Mg (2+)-con-T[K7gamma]
complex. J Biol Inorg Chem. 2010; 15:667–675. [PubMed: 20195692]

Cnudde SE, Prorok M, Dai Q, Castellino FJ, Geiger JH. The crystal structures of the calcium-bound
con-G and con-T[K7gamma] dimeric peptides demonstrate a metal-dependent helix-forming
motif. J Am Chem Soc. 2007; 129:1586–1593. [PubMed: 17243678]

Conticello SG, Gilad Y, Avidan N, Ben-Asher E, Levy Z, Fainzilber M. Mechanisms for evolving
hypervariability: the case of conopeptides. Mol Biol Evol. 2001; 18:120–131. [PubMed:
11158371]

Craik DJ, Adams DJ. Chemical modification of conotoxins to improve stability and activity. ACS
Chem Biol. 2007; 2:457–468. [PubMed: 17649970]

Bohlen and Julius Page 11

Toxicon. Author manuscript; available in PMC 2013 September 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Cromer BA, McIntyre P. Painful toxins acting at TRPV1. Toxicon. 2008; 51:163–173. [PubMed:
18061640]

Culshaw AJ, Bevan S, Christiansen M, Copp P, Davis A, Davis C, Dyson A, Dziadulewicz EK,
Edwards L, Eggelte H, Fox A, Gentry C, Groarke A, Hallett A, Hart TW, Hughes GA, Knights S,
Kotsonis P, Lee W, Lyothier I, McBryde A, McIntyre P, Paloumbis G, Panesar M, Patel S, Seiler
MP, Yaqoob M, Zimmermann K. Identification and biological characterization of 6-aryl-7-
isopropylquinazolinones as novel TRPV1 antagonists that are effective in models of chronic pain.
J Med Chem. 2006; 49:471–474. [PubMed: 16420034]

Cuypers E, Yanagihara A, Karlsson E, Tytgat J. Jellyfish and other cnidarian envenomations cause
pain by affecting TRPV1 channels. FEBS Lett. 2006; 580:5728–5732. [PubMed: 17010344]

Cuypers E, Yanagihara A, Rainier JD, Tytgat J. TRPV1 as a key determinant in ciguatera and
neurotoxic shellfish poisoning. Biochem Biophys Res Commun. 2007; 361:214–217. [PubMed:
17659256]

Dai Q, Prorok M, Castellino FJ. A new mechanism for metal ion-assisted interchain helix assembly in
a naturally occurring peptide mediated by optimally spaced gamma-carboxyglutamic acid
residues. J Mol Biol. 2004; 336:731–744. [PubMed: 15095984]

Dai Q, Sheng Z, Geiger JH, Castellino FJ, Prorok M. Helix-helix interactions between homo- and
heterodimeric gamma-carboxyglutamate-containing conantokin peptides and their derivatives. J
Biol Chem. 2007; 282:12641–12649. [PubMed: 17347154]

Daly NL, Craik DJ. Bioactive cystine knot proteins. Curr Opin Chem Biol. 2011; 15:362–368.
[PubMed: 21362584]

Davis JB, Gray J, Gunthorpe MJ, Hatcher JP, Davey PT, Overend P, Harries MH, Latcham J, Clapham
C, Atkinson K, Hughes SA, Rance K, Grau E, Harper AJ, Pugh PL, Rogers DC, Bingham S,
Randall A, Sheardown SA. Vanilloid receptor-1 is essential for inflammatory thermal
hyperalgesia. Nature. 2000; 405:183–187. [PubMed: 10821274]

Deval E, Gasull X, Noel J, Salinas M, Baron A, Diochot S, Lingueglia E. Acid-sensing ion channels
(ASICs): pharmacology and implication in pain. Pharmacol Ther. 2010; 128:549–558. [PubMed:
20807551]

Deval E, Noel J, Gasull X, Delaunay A, Alloui A, Friend V, Eschalier A, Lazdunski M, Lingueglia E.
Acid-sensing ion channels in postoperative pain. J Neurosci. 2011; 31:6059–6066. [PubMed:
21508231]

Diochot S, Baron A, Rash LD, Deval E, Escoubas P, Scarzello S, Salinas M, Lazdunski M. A new sea
anemone peptide, APETx2, inhibits ASIC3, a major acid-sensitive channel in sensory neurons.
The EMBO journal. 2004; 23:1516–1525. [PubMed: 15044953]

Doley R, Kini RM. Protein complexes in snake venom. Cell Mol Life Sci. 2009; 66:2851–2871.
[PubMed: 19495561]

Doorty KB, Bevan S, Wadsworth JD, Strong PN. A novel small conductance Ca2+-activated K+
channel blocker from Oxyuranus scutellatus taipan venom. Re-evaluation of taicatoxin as a
selective Ca2+ channel probe. J Biol Chem. 1997; 272:19925–19930. [PubMed: 9242659]

Drew LJ, Rohrer DK, Price MP, Blaver KE, Cockayne DA, Cesare P, Wood JN. Acid-sensing ion
channels ASIC2 and ASIC3 do not contribute to mechanically activated currents in mammalian
sensory neurones. J Physiol. 2004; 556:691–710. [PubMed: 14990679]

Dreyer F, Penner R. The actions of presynaptic snake toxins on membrane currents of mouse motor
nerve terminals. J Physiol. 1987; 386:455–463. [PubMed: 2445966]

Ducancel F, Matre V, Dupont C, Lajeunesse E, Wollberg Z, Bdolah A, Kochva E, Boulain JC, Menez
A. Cloning and sequence analysis of cDNAs encoding precursors of sarafotoxins. Evidence for an
unusual “rosary-type” organization. J Biol Chem. 1993; 268:3052–3055. [PubMed: 8428983]

Dutton JL, Craik DJ. alpha-Conotoxins: nicotinic acetylcholine receptor antagonists as
pharmacological tools and potential drug leads. Curr Med Chem. 2001; 8:327–344. [PubMed:
11172693]

Escoubas P, De Weille JR, Lecoq A, Diochot S, Waldmann R, Champigny G, Moinier D, Menez A,
Lazdunski M. Isolation of a tarantula toxin specific for a class of proton-gated Na+ channels. J
Biol Chem. 2000; 275:25116–25121. [PubMed: 10829030]

Bohlen and Julius Page 12

Toxicon. Author manuscript; available in PMC 2013 September 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Escoubas P, Diochot S, Celerier ML, Nakajima T, Lazdunski M. Novel tarantula toxins for subtypes of
voltage-dependent potassium channels in the Kv2 and Kv4 subfamilies. Mol Pharmacol. 2002;
62:48–57. [PubMed: 12065754]

French RJ, Yoshikami D, Sheets MF, Olivera BM. The tetrodotoxin receptor of voltage-gated sodium
channels--perspectives from interactions with micro-conotoxins. Mar Drugs. 2010; 8:2153–2161.
[PubMed: 20714429]

Friedrich T, Kroger B, Bialojan S, Lemaire HG, Hoffken HW, Reuschenbach P, Otte M, Dodt J. A
Kazal-type inhibitor with thrombin specificity from Rhodnius prolixus. J Biol Chem. 1993;
268:16216–16222. [PubMed: 8344906]

Fry BG, Roelants K, Champagne DE, Scheib H, Tyndall JD, King GF, Nevalainen TJ, Norman JA,
Lewis RJ, Norton RS, Renjifo C, de la Vega RC. The toxicogenomic multiverse: convergent
recruitment of proteins into animal venoms. Annu Rev Genomics Hum Genet. 2009; 10:483–511.
[PubMed: 19640225]

Fry BG, Roelants K, Winter K, Hodgson WC, Griesman L, Kwok HF, Scanlon D, Karas J, Shaw C,
Wong L, Norman JA. Novel venom proteins produced by differential domain-expression strategies
in beaded lizards and gila monsters (genus Heloderma). Mol Biol Evol. 2010; 27:395–407.
[PubMed: 19837656]

Fry BG, Vidal N, Norman JA, Vonk FJ, Scheib H, Ramjan SF, Kuruppu S, Fung K, Hedges SB,
Richardson MK, Hodgson WC, Ignjatovic V, Summerhayes R, Kochva E. Early evolution of the
venom system in lizards and snakes. Nature. 2006; 439:584–588. [PubMed: 16292255]

Gargano JM, Ngo T, Kim JY, Acheson DW, Lees WJ. Multivalent inhibition of AB(5) toxins. J Am
Chem Soc. 2001; 123:12909–12910. [PubMed: 11749553]

Gavva NR, Tamir R, Qu Y, Klionsky L, Zhang TJ, Immke D, Wang J, Zhu D, Vanderah TW, Porreca
F, Doherty EM, Norman MH, Wild KD, Bannon AW, Louis JC, Treanor JJ. AMG 9810 [(E)-3-(4-
t-butylphenyl)-N-(2,3-dihydrobenzo[b][1,4] dioxin-6-yl)acrylamide], a novel vanilloid receptor 1
(TRPV1) antagonist with antihyperalgesic properties. J Pharmacol Exp Ther. 2005; 313:474–484.
[PubMed: 15615864]

Ghilardi JR, Rohrich H, Lindsay TH, Sevcik MA, Schwei MJ, Kubota K, Halvorson KG, Poblete J,
Chaplan SR, Dubin AE, Carruthers NI, Swanson D, Kuskowski M, Flores CM, Julius D, Mantyh
PW. Selective blockade of the capsaicin receptor TRPV1 attenuates bone cancer pain. J Neurosci.
2005; 25:3126–3131. [PubMed: 15788769]

Hawgood BJ. Mauricio Rocha e Silva MD: snake venom, bradykinin and the rise of
autopharmacology. Toxicon. 1997; 35:1569–1580. [PubMed: 9428104]

Hendon RA, Tu AT. The role of crotoxin subunits in tropical rattlesnake neurotoxic action. Biochim
Biophys Acta. 1979; 578:243–252. [PubMed: 454669]

Hesselager M, Timmermann DB, Ahring PK. pH Dependency and desensitization kinetics of
heterologously expressed combinations of acid-sensing ion channel subunits. J Biol Chem. 2004;
279:11006–11015. [PubMed: 14701823]

Hoenderop JG, Voets T, Hoefs S, Weidema F, Prenen J, Nilius B, Bindels RJ. Homo- and
heterotetrameric architecture of the epithelial Ca2+ channels TRPV5 and TRPV6. The EMBO
journal. 2003; 22:776–785. [PubMed: 12574114]

Horii K, Brooks MT, Herr AB. Convulxin forms a dimer in solution and can bind eight copies of
glycoprotein VI: implications for platelet activation. Biochemistry. 2009; 48:2907–2914.
[PubMed: 19209849]

Jasti J, Furukawa H, Gonzales EB, Gouaux E. Structure of acid-sensing ion channel 1 at 1.9 A
resolution and low pH. Nature. 2007; 449:316–323. [PubMed: 17882215]

Joslyn AF, Luchowski E, Triggle DJ. Dimeric 1,4-dihydropyridines as calcium channel antagonists. J
Med Chem. 1988; 31:1489–1492. [PubMed: 2840498]

Kedei N, Szabo T, Lile JD, Treanor JJ, Olah Z, Iadarola MJ, Blumberg PM. Analysis of the native
quaternary structure of vanilloid receptor 1. J Biol Chem. 2001; 276:28613–28619. [PubMed:
11358970]

Kitaguchi T, Swartz KJ. An inhibitor of TRPV1 channels isolated from funnel Web spider venom.
Biochemistry. 2005; 44:15544–15549. [PubMed: 16300403]

Bohlen and Julius Page 13

Toxicon. Author manuscript; available in PMC 2013 September 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Kizuka H, Hanson RN. Beta-adrenoceptor antagonist activity of bivalent ligands. 1. Diamide
analogues of practolol. J Med Chem. 1987; 30:722–726. [PubMed: 3031293]

Kondo K, Narita K, Lee CY. Amino acid sequences of the two polypeptide chains in beta1-
bungarotoxin from the venom of Bungarus multicinctus. J Biochem. 1978; 83:101–115. [PubMed:
624701]

Kordis D, Gubensek F. Adaptive evolution of animal toxin multigene families. Gene. 2000; 261:43–
52. [PubMed: 11164036]

Kramer RH, Karpen JW. Spanning binding sites on allosteric proteins with polymer-linked ligand
dimers. Nature. 1998; 395:710–713. [PubMed: 9790193]

Krause S, Schmoldt HU, Wentzel A, Ballmaier M, Friedrich K, Kolmar H. Grafting of
thrombopoietin-mimetic peptides into cystine knot miniproteins yields high-affinity
thrombopoietin antagonists and agonists. FEBS J. 2007; 274:86–95. [PubMed: 17147697]

Krishnamurthy VM, Semetey V, Bracher PJ, Shen N, Whitesides GM. Dependence of effective
molarity on linker length for an intramolecular protein-ligand system. J Am Chem Soc. 2007;
129:1312–1320. [PubMed: 17263415]

Krishtal OA, Pidoplichko VI. A receptor for protons in the nerve cell membrane. Neuroscience. 1980;
5:2325–2327. [PubMed: 6970348]

Leboulluec KL, Mattson RJ, Mahle CD, Mcgovern RT, Nowak HP, Gentile AJ. Bivalent Indoles
Exhibiting Serotonergic Binding-Affinity. Bioorganic & Medicinal Chemistry Letters. 1995;
5:123–126.

Lee SY, MacKinnon R. A membrane-access mechanism of ion channel inhibition by voltage sensor
toxins from spider venom. Nature. 2004; 430:232–235. [PubMed: 15241419]

Leffler A, Monter B, Koltzenburg M. The role of the capsaicin receptor TRPV1 and acid-sensing ion
channels (ASICS) in proton sensitivity of subpopulations of primary nociceptive neurons in rats
and mice. Neuroscience. 2006; 139:699–709. [PubMed: 16515841]

Lewis RJ, Garcia ML. Therapeutic potential of venom peptides. Nat Rev Drug Discov. 2003; 2:790–
802. [PubMed: 14526382]

Lingueglia E. Acid-sensing ion channels in sensory perception. J Biol Chem. 2007; 282:17325–17329.
[PubMed: 17430882]

Long SB, Campbell EB, Mackinnon R. Crystal structure of a mammalian voltage-dependent Shaker
family K+ channel. Science. 2005; 309:897–903. [PubMed: 16002581]

Loughnan M, Nicke A, Jones A, Schroeder CI, Nevin ST, Adams DJ, Alewood PF, Lewis RJ.
Identification of a novel class of nicotinic receptor antagonists: dimeric conotoxins VxXIIA,
VxXIIB, and VxXIIC from Conus vexillum. J Biol Chem. 2006; 281:24745–24755. [PubMed:
16790424]

Lwaleed BA, Bass PS. Tissue factor pathway inhibitor: structure, biology and involvement in disease.
J Pathol. 2006; 208:327–339. [PubMed: 16261634]

MacKinnon R, Heginbotham L, Abramson T. Mapping the receptor site for charybdotoxin, a pore-
blocking potassium channel inhibitor. Neuron. 1990; 5:767–771. [PubMed: 1702643]

Mans BJ, Andersen JF, Schwan TG, Ribeiro JM. Characterization of anti-hemostatic factors in the
argasid, Argas monolakensis: implications for the evolution of blood-feeding in the soft tick
family. Insect Biochem Mol Biol. 2008; 38:22–41. [PubMed: 18070663]

Mazzuca M, Heurteaux C, Alloui A, Diochot S, Baron A, Voilley N, Blondeau N, Escoubas P, Gelot
A, Cupo A, Zimmer A, Zimmer AM, Eschalier A, Lazdunski M. A tarantula peptide against pain
via ASIC1a channels and opioid mechanisms. Nature neuroscience. 2007; 10:943–945.

McKemy DD, Neuhausser WM, Julius D. Identification of a cold receptor reveals a general role for
TRP channels in thermosensation. Nature. 2002; 416:52–58. [PubMed: 11882888]

Mebs, D. Venomous and poisonous animals : a handbook for biologists, and toxicologists and
toxinologists, Physicians and pharmacists. CRC Press; Boca Raton, Fla.: 2002.

Milescu M, Vobecky J, Roh SH, Kim SH, Jung HJ, Kim JI, Swartz KJ. Tarantula toxins interact with
voltage sensors within lipid membranes. J Gen Physiol. 2007; 130:497–511. [PubMed: 17938232]

Morgan DL, Borys DJ, Stanford R, Kjar D, Tobleman W. Texas coral snake (Micrurus tener) bites.
South Med J. 2007; 100:152–156. [PubMed: 17330685]

Bohlen and Julius Page 14

Toxicon. Author manuscript; available in PMC 2013 September 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Mouhat S, Andreotti N, Jouirou B, Sabatier JM. Animal toxins acting on voltage-gated potassium
channels. Curr Pharm Des. 2008; 14:2503–2518. [PubMed: 18781998]

Negri L, Lattanzi R, Giannini E, Colucci M, Margheriti F, Melchiorri P, Vellani V, Tian H, De Felice
M, Porreca F. Impaired nociception and inflammatory pain sensation in mice lacking the
prokineticin receptor PKR1: focus on interaction between PKR1 and the capsaicin receptor
TRPV1 in pain behavior. J Neurosci. 2006; 26:6716–6727. [PubMed: 16793879]

Negri L, Lattanzi R, Giannini E, Melchiorri P. Bv8/Prokineticin proteins and their receptors. Life Sci.
2007; 81:1103–1116. [PubMed: 17881008]

Nieto-Posadas A, Picazo-Juarez G, Llorente I, Jara-Oseguera A, Morales-Lazaro S, Escalante-Alcalde
D, Islas LD, Rosenbaum T. Lysophosphatidic acid directly activates TRPV1 through a C-terminal
binding site. Nat Chem Biol. 2012; 8:78–85. [PubMed: 22101604]

Nishioka SA, Silveira PV, Menzes LB. Coral snake bite and severe local pain. Ann Trop Med
Parasitol. 1993; 87:429–431. [PubMed: 8250638]

Osipov AV, Kasheverov IE, Makarova YV, Starkov VG, Vorontsova OV, Ziganshin R, Andreeva TV,
Serebryakova MV, Benoit A, Hogg RC, Bertrand D, Tsetlin VI, Utkin YN. Naturally occurring
disulfide-bound dimers of three-fingered toxins: a paradigm for biological activity diversification.
J Biol Chem. 2008; 283:14571–14580. [PubMed: 18381281]

Pawlak J, Mackessy SP, Sixberry NM, Stura EA, Le Du MH, Menez R, Foo CS, Menez A, Nirthanan
S, Kini RM. Irditoxin, a novel covalently linked heterodimeric three-finger toxin with high taxon-
specific neurotoxicity. FASEB J. 2009; 23:534–545. [PubMed: 18952712]

Pignataro G, Simon RP, Xiong ZG. Prolonged activation of ASIC1a and the time window for
neuroprotection in cerebral ischaemia. Brain. 2007; 130:151–158. [PubMed: 17114797]

Pluzhinikov KA, Nol'de DE, Tertyshnikova SM, Sukhanov SV, Sobol AG, Torgov M, Filippov AK,
Arsen'ev AS, Grishin EV. [Structure-activity study of the basic toxic component of venom from
the ant Ectatomma tuberculatum]. Bioorg Khim. 1994; 20:857–871. [PubMed: 7826413]

Poirot O, Berta T, Decosterd I, Kellenberger S. Distinct ASIC currents are expressed in rat putative
nociceptors and are modulated by nerve injury. J Physiol. 2006; 576:215–234. [PubMed:
16840516]

Pomonis JD, Harrison JE, Mark L, Bristol DR, Valenzano KJ, Walker K. N-(4-Tertiarybutylphenyl)-4-
(3-cholorphyridin-2-yl)tetrahydropyrazine -1(2H)-carbox-amide (BCTC), a novel, orally effective
vanilloid receptor 1 antagonist with analgesic properties: II. in vivo characterization in rat models
of inflammatory and neuropathic pain. J Pharmacol Exp Ther. 2003; 306:387–393. [PubMed:
12721336]

Portoghese PS, Nagase H, Lipkowski AW, Larson DL, Takemori AE. Binaltorphimine-related bivalent
ligands and their kappa opioid receptor antagonist selectivity. J Med Chem. 1988; 31:836–841.
[PubMed: 2832604]

Possani LD, Martin BM, Yatani A, Mochca-Morales J, Zamudio FZ, Gurrola GB, Brown AM.
Isolation and physiological characterization of taicatoxin, a complex toxin with specific effects on
calcium channels. Toxicon. 1992; 30:1343–1364. [PubMed: 1485334]

Rao J, Lahiri J, Isaacs L, Weis RM, Whitesides GM. A trivalent system from vancomycin.D-ala-D-Ala
with higher affinity than avidin.biotin. Science. 1998; 280:708–711. [PubMed: 9563940]

Rosini M, Budriesi R, Bixel MG, Bolognesi ML, Chiarini A, Hucho F, Krogsgaard-Larsen P, Mellor
IR, Minarini A, Tumiatti V, Usherwood PN, Melchiorre C. Design, synthesis, and biological
evaluation of symmetrically and unsymmetrically substituted methoctramine-related polyamines
as muscular nicotinic receptor noncompetitive antagonists. J Med Chem. 1999; 42:5212–5223.
[PubMed: 10602706]

Rowan EG. What does beta-bungarotoxin do at the neuromuscular junction? Toxicon. 2001; 39:107–
118. [PubMed: 10936627]

Roy A, Zhou X, Chong MZ, D'Hoedt D, Foo CS, Rajagopalan N, Nirthanan S, Bertrand D, Sivaraman
J, Kini RM. Structural and functional characterization of a novel homodimeric three-finger
neurotoxin from the venom of Ophiophagus hannah (king cobra). J Biol Chem. 2010; 285:8302–
8315. [PubMed: 20071329]

Sajevic T, Leonardi A, Krizaj I. Haemostatically active proteins in snake venoms. Toxicon. 2011;
57:627–645. [PubMed: 21277886]

Bohlen and Julius Page 15

Toxicon. Author manuscript; available in PMC 2013 September 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Schmidt, JO. Hymenoptera venoms: striving toward the ultimate defense against vertebrates. In:
Evans, DL.; Schmidt, JO., editors. Insect defenses: adaptive mechanisms and strategies of prey
and predators. State University of New York Press; Albany: 1990. p. 387-419.

Schmidtko A, Lotsch J, Freynhagen R, Geisslinger G. Ziconotide for treatment of severe chronic pain.
Lancet. 2010; 375:1569–1577. [PubMed: 20413151]

Schweitz H, Bidard JN, Lazdunski M. Purification and pharmacological characterization of peptide
toxins from the black mamba (Dendroaspis polylepis) venom. Toxicon. 1990; 28:847–856.
[PubMed: 1977212]

Siemens J, Zhou S, Piskorowski R, Nikai T, Lumpkin EA, Basbaum AI, King D, Julius D. Spider
toxins activate the capsaicin receptor to produce inflammatory pain. Nature. 2006; 444:208–212.
[PubMed: 17093448]

Smith JA, Amagasu SM, Hembrador J, Axt S, Chang R, Church T, Gee C, Jacobsen JR, Jenkins T,
Kaufman E, Mai N, Vickery RG. Evidence for a multivalent interaction of symmetrical, N-
linked, lidocaine dimers with voltage-gated Na+ channels. Mol Pharmacol. 2006; 69:921–931.
[PubMed: 16339845]

Sobolevsky AI, Rosconi MP, Gouaux E. X-ray structure, symmetry and mechanism of an AMPA-
subtype glutamate receptor. Nature. 2009; 462:745–756. [PubMed: 19946266]

Sollod BL, Wilson D, Zhaxybayeva O, Gogarten JP, Drinkwater R, King GF. Were arachnids the first
to use combinatorial peptide libraries? Peptides. 2005; 26:131–139. [PubMed: 15626513]

Strimple PD, Tomassoni AJ, Otten EJ, Bahner D. Report on envenomation by a Gila monster
(Heloderma suspectum) with a discussion of venom apparatus, clinical findings, and treatment.
Wilderness Environ Med. 1997; 8:111–116. [PubMed: 11990142]

Swartz KJ. Tarantula toxins interacting with voltage sensors in potassium channels. Toxicon. 2007;
49:213–230. [PubMed: 17097703]

Swartz KJ, MacKinnon R. Mapping the receptor site for hanatoxin, a gating modifier of voltage-
dependent K+ channels. Neuron. 1997; 18:675–682. [PubMed: 9136775]

Szeto TH, Wang XH, Smith R, Connor M, Christie MJ, Nicholson GM, King GF. Isolation of a
funnel-web spider polypeptide with homology to mamba intestinal toxin 1 and the embryonic
head inducer Dickkopf-1. Toxicon. 2000; 38:429–442. [PubMed: 10669030]

Terlau H, Olivera BM. Conus venoms: a rich source of novel ion channel-targeted peptides. Physiol
Rev. 2004; 84:41–68. [PubMed: 14715910]

Tominaga M, Caterina MJ, Malmberg AB, Rosen TA, Gilbert H, Skinner K, Raumann BE, Basbaum
AI, Julius D. The cloned capsaicin receptor integrates multiple pain-producing stimuli. Neuron.
1998; 21:531–543. [PubMed: 9768840]

Tominaga M, Tominaga T. Structure and function of TRPV1. Pflugers Arch. 2005; 451:143–150.
[PubMed: 15971082]

Tsetlin V, Utkin Y, Kasheverov I. Polypeptide and peptide toxins, magnifying lenses for binding sites
in nicotinic acetylcholine receptors. Biochem Pharmacol. 2009; 78:720–731. [PubMed:
19501053]

Undheim EA, King GF. On the venom system of centipedes (Chilopoda), a neglected group of
venomous animals. Toxicon. 2011; 57:512–524. [PubMed: 21255597]

van de Locht A, Stubbs MT, Bode W, Friedrich T, Bollschweiler C, Hoffken W, Huber R. The
ornithodorin-thrombin crystal structure, a key to the TAP enigma? The EMBO journal. 1996;
15:6011–6017. [PubMed: 8947023]

Vassilevski AA, Fedorova IM, Maleeva EE, Korolkova YV, Efimova SS, Samsonova OV, Schagina
LV, Feofanov AV, Magazanik LG, Grishin EV. Novel class of spider toxin: active principle from
the yellow sac spider Cheiracanthium punctorium venom is a unique two-domain polypeptide. J
Biol Chem. 2010; 285:32293–32302. [PubMed: 20657014]

Vellani V, Colucci M, Lattanzi R, Giannini E, Negri L, Melchiorri P, McNaughton PA. Sensitization
of transient receptor potential vanilloid 1 by the prokineticin receptor agonist Bv8. J Neurosci.
2006; 26:5109–5116. [PubMed: 16687502]

Voets T, Prenen J, Vriens J, Watanabe H, Janssens A, Wissenbach U, Bodding M, Droogmans G,
Nilius B. Molecular determinants of permeation through the cation channel TRPV4. J Biol
Chem. 2002; 277:33704–33710. [PubMed: 12093812]

Bohlen and Julius Page 16

Toxicon. Author manuscript; available in PMC 2013 September 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Walker CS, Jensen S, Ellison M, Matta JA, Lee WY, Imperial JS, Duclos N, Brockie PJ, Madsen DM,
Isaac JT, Olivera B, Maricq AV. A novel Conus snail polypeptide causes excitotoxicity by
blocking desensitization of AMPA receptors. Curr Biol. 2009; 19:900–908. [PubMed: 19481459]

Wen S, Wilson DT, Kuruppu S, Korsinczky ML, Hedrick J, Pang L, Szeto T, Hodgson WC, Alewood
PF, Nicholson GM. Discovery of an MIT-like atracotoxin family: spider venom peptides that
share sequence homology but not pharmacological properties with AVIT family proteins.
Peptides. 2005; 26:2412–2426. [PubMed: 15979762]

Yuan CH, He QY, Peng K, Diao JB, Jiang LP, Tang X, Liang SP. Discovery of a distinct superfamily
of Kunitz-type toxin (KTT) from tarantulas. PLoS One. 2008; 3:e3414. [PubMed: 18923708]

Zamudio FZ, Conde R, Arevalo C, Becerril B, Martin BM, Valdivia HH, Possani LD. The mechanism
of inhibition of ryanodine receptor channels by imperatoxin I, a heterodimeric protein from the
scorpion Pandinus imperator. J Biol Chem. 1997; 272:11886–11894. [PubMed: 9115249]

Ziemann AE, Allen JE, Dahdaleh NS, Drebot II, Coryell MW, Wunsch AM, Lynch CM, Faraci FM,
Howard MA 3rd, Welsh MJ, Wemmie JA. The amygdala is a chemosensor that detects carbon
dioxide and acidosis to elicit fear behavior. Cell. 2009; 139:1012–1021. [PubMed: 19945383]

Bohlen and Julius Page 17

Toxicon. Author manuscript; available in PMC 2013 September 01.

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript

N
IH

-PA Author M
anuscript



Figure 1. Toxins targeting somatosensory receptors
(Left) Two of the four TRPV1 subunits are shown schematically with six gray bars
representing transmembrane helices. TRPV1 detects physical and chemical signals from the
environment, including acidic pH and hot temperatures. Plant-derived irritants, cnidarian
extracts, and toxins from tarantula venom mimic these harmful stimuli by promoting TRPV1
activation. TRPV1 is sensitized by phospoholipase C activation triggered by inflammatory
signaling molecules such as bradykinin or ATP that are released downstream from venom
lipases, proteases, and kallikreins. Other toxins, such as Bv8 from frog skin, produce
TRPV1 sensitization through direct activation of GPCRs. (Right) ASICs are trimeric
channels with each subunit containing two transmembrane domains. ASICs are activated by
pain-causing toxins from some coral snake venoms as well as acidic pH. Two ASIC-
inhibiting toxins have been identified from tarantula and sea anemone, respectively.
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Figure 2. Strengthened binding of a bivalent ligand, DkTx, to its receptor, TRPV1
(Left) DkTx activates TRPV1 by binding to the extracellular region near the fifth and sixth
transmembrane domains (illustrated as in Figure 1). (Middle) Once one ICK domain (red
triangle) has bound to the receptor, the second domain is restricted to a minute volume
determined by the length of the toxin's linker region. The high local concentration of the
second domain near the binding site of an adjacent subunit results its rapid binding. NA
represents Avogadro's number and r represents the length of the linker between ICK
domains. (Right) Both ICK domains must dissociate for the channel to remain closed, but
when one domain dissociates, it is likely to rapidly bind again before the second domain
escapes.
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Figure 3. Multimeric venom toxins
A diversity of homo- and hetero-multimeric protein toxins have been identified from venom,
either as non-covalent or disulfide-linked complexes. A number of common toxin structural
scaffolds (Legend, right) can be recruited to assemble toxin complexes with novel functions.
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