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Bacteria

Archaea

Aquifex aeolicus

Bacillus halodurans

Bacillus subtilis

Borrelia burgdorferi

Buchnera sp- APS

Campylobacter jejuni

Caulobacter crescentus

Chlamydia muridarum

Chlamydia pneumoniae AR3Y
Chlamydia pneumoniae CWIL029
Chlamydia pneumoniae J138
Chlamydia trachomatis
Deinococcus radiodurans chrl
Deinococcus radioduranschrll
Escherichia coli K—12
Escherichia coli 0157, H7 strainEDL933
Escherichia coli 0157, H7 substrain
RIMD 0509952

Haemophilus influenzae
Helicobacter pylori strain(26695)
Helicobacter pylori strain J99
Lactococeus lactis subsp- lactis T, 1403
Mycobacterium leprae TN
Mycobacterium tuberculosis
Mycoplasma genitalium
Mycoplasma pneumoniae
Neisseria meningitidis serogrup A
Neisseria meningitidis serogroup B
Pasteurella multocida PM70
Pseudomonas aeruginosa
Rickettsia prowazekii
Synechocytis sp- PCC6803
Thermotoga maritime

Treponema pallidum

Ureaplasma urealyticum

Vibrio cholerae chrl

Vibrio cholerae chrll

Xylella fastidiosa

Aeropyrum pernix K1

Archaeoglobus fulgidus
Halobacterium sp- NRC 1
Methanobacterium themmoautrophicum
Methanococcus jannaschii
Pyrococeus abyssi

Pyrococcus horikoshii

Themoplasma acidophilum

Themoplasma volcanium

Eukaryota

Caenorhabditis elegans

Drosophila melanogaster
Saccharomyces cerevisiae strain S288C
Homo sapiens

Arabidopsis thaliana
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Phylum 1 Archaeprotista( 555 . Giardia, T . Microspora)
Rhizopoda ( Fi K B2 amoeba s 400 #E B cellular slime molds)
Granuloreticulosa (including A fL 1t foraminifera )
Xenophyophora ( G BE R 2K deep sea enigmas)
Mysomycota ( i Uk B plasmodial slime molds, Physarum )
Dinomastigota (JE#iE B dinoflagellates Gonyaulux )
Ciliophora (B )& W Paramecium)

Apicomplexa (JEJ& 1 plasmodium )

Haptomonads (prymnesiophytes coccolithophorids )
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Cryptomonads ( Copromonas )
Discomitochondrios ( R H euglinids, IR kinetoplastids

amoebomastigotes )

—
—

12" Zoomastigina ( Proteromonas)

13 Chrysomonads( Ochromonas)

14" Xanthophyta ( Vaucheria)

15 Eustigmatophyta (IR s5 % eyespot algae)

16 Bacillarriophyta (diatoms » Navicula)

17 Phaeophyta (kelp: #5 % brown algae, Fucus)

18 Labyrinthulids/ Thraustochytrids (slime nets)

19 Plasmodiophorids (154 PP o plant parasites )
20 Oomycota( Phytopthora)

21 Hyphochytriomycota ( B/ #1F# zoosporic mycelia)
22 Haplosporidia ( #7844 haplosporosome formers )
23 Paramyxea (nesting cell —forming parasites )

24 Myxozoa (AL B Actinomyxa)

25 Rhodophyta ( £ HFEE red seaweeds, Gracilaria)
26 Gamophyta (Conjugaphyta, desmids)

27 Chlorophyta( 4X # Chlamydomonas )

28 Actinopoda (K BH 5t heliozoa» L4t Bt radiolaria)
29 Chytridiomycota ( Blastocladiella; Neocallimastix )
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